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Background: The volcanic chain of islands in the Gulf of Guinea was formed during 
the late Tertiary. The largest island is Bioko. Smaller and more isolated islands, São 
Tomé, Príncipe and Annobon lie in a chain of volcanic buildings extending into the 
Atlantic Ocean. These islands have never been connected to each other and have 
well known geological histories. It is assumed that their herpetofauna includes six 
species of geckos, four species of skinks and five species of snakes. Many of these 
species are endemics, but some may have been introduced. 
 
Material & Methods: Partial sequences from three mitochondrial genes (cytochrome 
b, 12S and 16S) and one nuclear gene (C-mos) were used to estimate the 
phylogenetic relationships between skinks of genus Mabuya distributed over the 
three islands. 
 
Results & Conclusions: The results show that in each island predominates one taxa of 
Mabuya. The three main clades are clear and very well supported. The colonization 
events are discussed. Due to the amount of divergence between Annobon and the 
remaining populations we proposed that the former represents a new taxa. 


